in this paper is due to its high strain-specificity of great importance for basic as well as 48 applied researches on marine organisms.
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Results and discussion
51
Bacillus subtilis is a member of the 
72
Phylogenetic analysis revealed that gtP20b is closely clustered with B. subtilis168 and B.
73
natto, but phylogenetically apart from B. amyloliquefaciens and B. licheniformis (10).
74
Furthermore, 81.7% of the ORFs have orthologs in the strain168 (BLASTP <1e-5), but 444
75
ORFs were not found in the released genomes of Bacillus genus, of these, 392 ORFs did not
76
give hits in current public databases.
77
At least 59 genes were found to be potentially involved in secondary metabolism. They 
